
Colorectal cancer

●● ● ●●● ●● ●
● ● ●

●● ● ● ● ●● ●
●● ● ● ● ●

● ● ● ●● ● ● ●
● ●● ●●●

● ● ● ● ● ● ●
● ●● ●

● ● ●
● ●

●
●

● ● ●●● ● ● ●● ● ●
●● ●● ● ●●

● ● ●
● ● ● ●

●
● ● ● ●

●
● ●●

●
● ● ● ● ●
● ● ●●●● ● ●● ● ● ● ●

●
● ● ● ●

● ●
● ● ● ● ● ● ●

● ●
●● ● ● ●
● ● ● ● ●

● ● ● ●
● ●

● ● ● ● ● ●

all genes

maximum = 4
● ●

●
● ● ●●

●● ● ●
●

● ● ● ●
●

●
● ●

●
●

●
● ●

●
● ● ●●● ●●

●

● ● ●

sink node genes

maximum = 3

−
2

−
1

0
1

2

<
lo

g 1
0 

s>
−

2
−

1
0

1
2

lo
g 1

0 
s m

ax

gr
ou

p 
1

gr
ou

p 
2

gr
ou

p 
3

gr
ou

p 
4

gr
ou

p 
5

gr
ou

p 
6

gr
ou

p 
7

gr
ou

p 
8



Colorectal_cancer 
genes with data

DCC

CASP3

TGFB1

PIK3CA

CASP9

APPL1
CASP3

APC2

SMAD2
TGFBR1

SMAD4

MLH1

MSH2

KRAS ARAF

MAPK8

AXIN1

AXIN1

RALGDS RHOA

BIRC5

MYC

CCND1

APC2

MAP2K1 MAPK1

JUN

FOS

MYC

CYCS

BCL2

TP53

LEF1

GSK3B

GSK3B

CTNNB1

CTNNB1

AKT3

BAD

CASP9

MSH6

BAX

MSH3

TGFBR2

TGFBR2

CCND1

CDKN1A GADD45G

BAX BAK1

DDB2 POLK
PMAIP1 BAD

BCL2L11 BBC3

RALA

HRAS

RPS6KB1

SOS1GRB2

MTORAKT3PIK3CA

MAPK1MAP2K1ARAF

EGFR

EGF

TGFA

EREG

AREG



Colorectal_cancer 
sink nodes

DCC

CASP3

TGFB1

PIK3CA

CASP9

APPL1
CASP3

APC2

SMAD2
TGFBR1

SMAD4

MLH1

MSH2

KRAS ARAF

MAPK8

AXIN1

AXIN1

RALGDS RHOA

BIRC5

MYC

CCND1

APC2

MAP2K1 MAPK1

JUN

FOS

MYC

CYCS

BCL2

TP53

LEF1

GSK3B

GSK3B

CTNNB1

CTNNB1

AKT3

BAD

CASP9

MSH6

BAX

MSH3

TGFBR2

TGFBR2

CCND1

CDKN1A GADD45G

BAX BAK1

DDB2 POLK
PMAIP1 BAD

BCL2L11 BBC3

RALA

HRAS

RPS6KB1

SOS1GRB2

MTORAKT3PIK3CA

MAPK1MAP2K1ARAF

EGFR

EGF

TGFA

EREG

AREG



Colorectal_cancer 
 group 1

DCC

CASP3

TGFB1

PIK3CA

CASP9

APPL1
CASP3

APC2

SMAD2
TGFBR1

SMAD4

MLH1

MSH2

KRAS ARAF

MAPK8

AXIN1

AXIN1

RALGDS RHOA

BIRC5

MYC

CCND1

APC2

MAP2K1 MAPK1

JUN

FOS

MYC

CYCS

BCL2

TP53

LEF1

GSK3B

GSK3B

CTNNB1

CTNNB1

AKT3

BAD

CASP9

MSH6

BAX

MSH3

TGFBR2

TGFBR2

CCND1

CDKN1A GADD45G

BAX BAK1

DDB2 POLK
PMAIP1 BAD

BCL2L11 BBC3

RALA

HRAS

RPS6KB1

SOS1GRB2

MTORAKT3PIK3CA

MAPK1MAP2K1ARAF

EGFR

EGF

TGFA

EREG

AREG



Colorectal_cancer 
 group 2

DCC

CASP3

TGFB1

PIK3CA

CASP9

APPL1
CASP3

APC2

SMAD2
TGFBR1

SMAD4

MLH1

MSH2

KRAS ARAF

MAPK8

AXIN1

AXIN1

RALGDS RHOA

BIRC5

MYC

CCND1

APC2

MAP2K1 MAPK1

JUN

FOS

MYC

CYCS

BCL2

TP53

LEF1

GSK3B

GSK3B

CTNNB1

CTNNB1

AKT3

BAD

CASP9

MSH6

BAX

MSH3

TGFBR2

TGFBR2

CCND1

CDKN1A GADD45G

BAX BAK1

DDB2 POLK
PMAIP1 BAD

BCL2L11 BBC3

RALA

HRAS

RPS6KB1

SOS1GRB2

MTORAKT3PIK3CA

MAPK1MAP2K1ARAF

EGFR

EGF

TGFA

EREG

AREG



Colorectal_cancer 
 group 3

DCC

CASP3

TGFB1

PIK3CA

CASP9

APPL1
CASP3

APC2

SMAD2
TGFBR1

SMAD4

MLH1

MSH2

KRAS ARAF

MAPK8

AXIN1

AXIN1

RALGDS RHOA

BIRC5

MYC

CCND1

APC2

MAP2K1 MAPK1

JUN

FOS

MYC

CYCS

BCL2

TP53

LEF1

GSK3B

GSK3B

CTNNB1

CTNNB1

AKT3

BAD

CASP9

MSH6

BAX

MSH3

TGFBR2

TGFBR2

CCND1

CDKN1A GADD45G

BAX BAK1

DDB2 POLK
PMAIP1 BAD

BCL2L11 BBC3

RALA

HRAS

RPS6KB1

SOS1GRB2

MTORAKT3PIK3CA

MAPK1MAP2K1ARAF

EGFR

EGF

TGFA

EREG

AREG



Colorectal_cancer 
 group 4

DCC

CASP3

TGFB1

PIK3CA

CASP9

APPL1
CASP3

APC2

SMAD2
TGFBR1

SMAD4

MLH1

MSH2

KRAS ARAF

MAPK8

AXIN1

AXIN1

RALGDS RHOA

BIRC5

MYC

CCND1

APC2

MAP2K1 MAPK1

JUN

FOS

MYC

CYCS

BCL2

TP53

LEF1

GSK3B

GSK3B

CTNNB1

CTNNB1

AKT3

BAD

CASP9

MSH6

BAX

MSH3

TGFBR2

TGFBR2

CCND1

CDKN1A GADD45G

BAX BAK1

DDB2 POLK
PMAIP1 BAD

BCL2L11 BBC3

RALA

HRAS

RPS6KB1

SOS1GRB2

MTORAKT3PIK3CA

MAPK1MAP2K1ARAF

EGFR

EGF

TGFA

EREG

AREG



Colorectal_cancer 
 group 5

DCC

CASP3

TGFB1

PIK3CA

CASP9

APPL1
CASP3

APC2

SMAD2
TGFBR1

SMAD4

MLH1

MSH2

KRAS ARAF

MAPK8

AXIN1

AXIN1

RALGDS RHOA

BIRC5

MYC

CCND1

APC2

MAP2K1 MAPK1

JUN

FOS

MYC

CYCS

BCL2

TP53

LEF1

GSK3B

GSK3B

CTNNB1

CTNNB1

AKT3

BAD

CASP9

MSH6

BAX

MSH3

TGFBR2

TGFBR2

CCND1

CDKN1A GADD45G

BAX BAK1

DDB2 POLK
PMAIP1 BAD

BCL2L11 BBC3

RALA

HRAS

RPS6KB1

SOS1GRB2

MTORAKT3PIK3CA

MAPK1MAP2K1ARAF

EGFR

EGF

TGFA

EREG

AREG



Colorectal_cancer 
 group 6

DCC

CASP3

TGFB1

PIK3CA

CASP9

APPL1
CASP3

APC2

SMAD2
TGFBR1

SMAD4

MLH1

MSH2

KRAS ARAF

MAPK8

AXIN1

AXIN1

RALGDS RHOA

BIRC5

MYC

CCND1

APC2

MAP2K1 MAPK1

JUN

FOS

MYC

CYCS

BCL2

TP53

LEF1

GSK3B

GSK3B

CTNNB1

CTNNB1

AKT3

BAD

CASP9

MSH6

BAX

MSH3

TGFBR2

TGFBR2

CCND1

CDKN1A GADD45G

BAX BAK1

DDB2 POLK
PMAIP1 BAD

BCL2L11 BBC3

RALA

HRAS

RPS6KB1

SOS1GRB2

MTORAKT3PIK3CA

MAPK1MAP2K1ARAF

EGFR

EGF

TGFA

EREG

AREG



Colorectal_cancer 
 group 7

DCC

CASP3

TGFB1

PIK3CA

CASP9

APPL1
CASP3

APC2

SMAD2
TGFBR1

SMAD4

MLH1

MSH2

KRAS ARAF

MAPK8

AXIN1

AXIN1

RALGDS RHOA

BIRC5

MYC

CCND1

APC2

MAP2K1 MAPK1

JUN

FOS

MYC

CYCS

BCL2

TP53

LEF1

GSK3B

GSK3B

CTNNB1

CTNNB1

AKT3

BAD

CASP9

MSH6

BAX

MSH3

TGFBR2

TGFBR2

CCND1

CDKN1A GADD45G

BAX BAK1

DDB2 POLK
PMAIP1 BAD

BCL2L11 BBC3

RALA

HRAS

RPS6KB1

SOS1GRB2

MTORAKT3PIK3CA

MAPK1MAP2K1ARAF

EGFR

EGF

TGFA

EREG

AREG



Colorectal_cancer 
 group 8

DCC

CASP3

TGFB1

PIK3CA

CASP9

APPL1
CASP3

APC2

SMAD2
TGFBR1

SMAD4

MLH1

MSH2

KRAS ARAF

MAPK8

AXIN1

AXIN1

RALGDS RHOA

BIRC5

MYC

CCND1

APC2

MAP2K1 MAPK1

JUN

FOS

MYC

CYCS

BCL2

TP53

LEF1

GSK3B

GSK3B

CTNNB1

CTNNB1

AKT3

BAD

CASP9

MSH6

BAX

MSH3

TGFBR2

TGFBR2

CCND1

CDKN1A GADD45G

BAX BAK1

DDB2 POLK
PMAIP1 BAD

BCL2L11 BBC3

RALA

HRAS

RPS6KB1

SOS1GRB2

MTORAKT3PIK3CA

MAPK1MAP2K1ARAF

EGFR

EGF

TGFA

EREG

AREG


